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Submit to the world's largest public repository of biological and scientific information

® Type a few words about the sequence data you are submitting and select an option to learn more. You can also
browse submission information below.
o
What do you want to submit?
o

Y/ Enter a few words about your sequence data.

=

Suggest tool
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® Submit to the world's largest public repository of biological and scientific information
(-
(] Type a few words about the sequence data you are submitting and select an option to learn more. You can also
browse submission information below.
®
What do you want to submit?
> Enter a few words about your sequence data
o ITS [ x ] Suggest tool
© Suggested tools
‘
poSomal RNA (TRNA), rRNA-ITS, SARS-CoV-2, Influenza, Norovirus,
o metazoan COX1 or eukaryotic nuclear mRNA

GenBank

GenBank is the world's largest nucleotide archive containing sequences from all branches of life. The archive is

s
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Ha Bknagke GenBank mokHO NOCMOTPETb, KaKNe AaHHbIX HYXXHO MMETb A1 3arpy3ku
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Submission Portal

® Submit to the world's largest public repository of biological and scientific information
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 Back GenBank

®

> Use a streamlined submission process to submit the following data types (complete or partial sequences):
SARS-CoV-2, Influenza A, B, or C, Norovirus, Dengue, prokaryotic ribosomal RNA (rRNA) and/or ribosomal

© intergenic spacer (IGS), eukaryotic nuclear rRNA and/or internal transcribed spacer (ITS), organelle rRNA and
metazoan (multicellular animal) COX1 and eukaryotic nuclear mRNA.

®

L

What You Should Expect

. :

Data

* SARS-CoV-2
FASTA « Prokaryotic rRNA/IGS
Source « Eukaryotic nuclear rRNA/ITS
Processing = Eukaryotic organelle rRNA

Metazoan (multicellular animal) COX1

Eukaryotic nuclear mRNA

Influenza, Noravirus or Dengue virus

O3HaKOMMBLUMCb HaxaTb KHOMKY Submit BHM3y OKHa
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GenBank

€D note: submit only the following sequences here
ribosomal RNA (rRNA), rRNA-ITS

metazoan COX1

eukaryotic nuclear mRNA &

Influenza, Norovirus, Dengue or SARS-CoV-2

VvV @ 6 0 @

<]

All other submission types should use one of the alternate submission tools (e.g. Banklt, thi2asn,
etc.)

& ©

Attention: If you have corrections to an existing submission with status:

= Processed-error: use the FIX button to correct a submission.
¥ = Queued or Processing: email your request with the Submission ID.

= Processed: follow these directions and email your request with the Accession numbers.

Do not create a new submission to fix or update an existing submission whose status is Queued,
Processed-error, Processing, or Processed!

Short description and brief instructions

Home My submissions Groups Templates My profile

—
Filter / Search
From date To date Status Sort by
YYYY-MM-DD ‘ ‘YVVV'MM'DD | ‘ Notdeleted % ‘ ‘ $ ‘ (] dese
Data archives +
Query @

OTKpoeTca BKAaaKa Submission Portal
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GenBank submission: SUB13890483

New
(TSHBMESIONANEES) 2 suswiTTER. | 3 SEQUENGING TECHNOLODY | 4 SEQUENCES 5 SEQUENCE EssmG. 6
Submission Type

 What do your sequences contain?
@ ribosomal RNA ((RNA) or RNATTS©

() £0X1 from metazcan mitochondria @

) Eukaryotic nuclesr mRNA © [N

(O SARS-CoV-2, Infiuenza, Norovirus, or Dengus virus

VvV @ 6 0 @

 What type of ibosomal RNA (IRNA) of rRNA-ITS?

Prokaryor or RNA4GS

<]

@ Eukaryotic nuclear rRNA of rRNA-TS
O Eukaryotic organelle rRNA (mitochondrial or chioroplast)

(C]

# What do i FRNA or

example, 1, 5.85 ribosomal RNA and intemal transcried spacer 2)
O small subunit RNA only {1BS RNA)
() lange subunit rRNA only (285 rRNA)

@

(O T3 only (sequences contain intemal wranscribed spacer 1 only)
() 17S2 only (sequences contain intemal transcibed spacer 2 ony)

© 1f none of the options above describe your sequences, use Bankii o submit

karyotic nuclear rRNA of

ubmission not displayed

Bbl6paTb COOTBETCTBYIOLLMIA IOKYC

Home My submissions Groups Templates My profile

© Required fields are marked with o asterisk

55
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GenBank submission: SUB13890483

Eukaryotic Nuclear rRNA/ITS

1 SUBMISSION TYPE 2 SUBMITFER ) 3 SFOUsNCiNG TECHN 4 sEQUENCES 5 seoUencE PROCESSING | 6 £INFO 7 SOURCE MODIRERS B REFEREN 9 neview
Submitter @ Required fields are marked with * asterisk
Affiliation

© Tne information you give fere wil be displayedin the final sequence records.
For addres;
submission

s, provide the primary address where work was done o generate the data in this

VvV @ 6 0 @

Group for this submission
@ INGEEB (< filation from my personal profile)
T) tmsiber | Elena Zvyagina's shared submissions.

<]

# Submitting organization  Departmen
[ Yugrs State University | [ Fungarium of Yugrs State University |

© #Stmeet * city #Poswlcode o Country
[Strateler2 | [[Shapshasilsoe | [ Khammy-btansi At | [ 628608 | [Russia

&

Contact information
P © GenBankmay use this information o contact you about your submission, 1t willnct be displayed in
the final sequence records.

# Email (primary)  Email (secondary)

\ mycena@yanderru \ \ ‘mycena1974@gmail com © Please provide an shemate email address 10 ensure that messages are received
 First (given) name ~ Middie name  Last (family) name

[Etenz | [& | [zovegne |

Phone © Faxd

Continue tem rmation in profile -
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3anonHuTb nona apdpuanaumm
OTKpoeTCcA OKHO BbIbOpa TEXHONOMNI CEKBEHNPOBAHMA.

BbIbpaTb TEXHO/IOTUIO CEKBEHUPOBAHWUA U OTMETUTb, ABAAETCA /M NOC/NeA0BaATENbHOCTL MPAMbIM
yTeHnem (unassembled reads) nam NponsBoAHOM U3 HECKOIbKMX NPOYTEHUI, Hanpumep, NPSMOro U
obpaTtHoro (Assembled sequeces).
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GenBank submission: SUB13890483

Eukaryotic Nuclear rRNA/ITS

1 SUBMISSION TYPE 2 SUBMITTER |3 SEQUENCING TECHNOLOGY » 4 SEOUENCES 5 SEQUENCE PROCESSING 6 SOURCE INFO 7 SOURCE MODIFIER 8 kel

B Use the check boxes to select the sequencing technology type(s)
Sequencing Technology used to obtain the sequences. Muttiple types can be selected, if © Required fields are marked with % asterisk
‘appropriate. If you used technology thet s ot listed n'the form,

please select other and use the freeext box to provide the
Method informetion.

V @ 6 0 @

Sanger cideaxy sequencing

0] ase

(] 03

() Miuming

(] toriTorent

@ O PechcBossonces
() solin
) other

<]

(C]

o

Assembly state

These sequences are:
(D Unassembled sequence reads
() Assembled sequences {each sequence was assembled from two or more overlapping sequence reads)

FOLLOW NEBI

| % X ?,-‘ | 'L| | J ngf{:ggnu

MpoaonkuTb (Continue)
B HoBOW BKnaaKe BblOpaTb AaTy Nyb6nKaumm nocaenoBaTeIbHOCTU U 3arpy3uTsb .fasta daiin.

Mpumep daitna MoxxHO NOCMOTpeTb, Haxkas Help on FASTA file.
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GenBank submission: SUB13890483

Eukaryotic Nuclear rRNA/ITS

1 SUBMISSION TYPE | 2 SUBMITTER 3 SEQUENCING TECHNOLOGY |4 SEQUENCES ), 5 5c0uei

Sequences  Required fields are marked with % asterisk

VvV @ 6 0 @

| @) Error: This field s reauired. (When should this submission be released to the pubic?)

Release date

<]

© Note: Release of BioProject or BioSample is also triggered by the release of finked data

% When should this submission be released to the public?
@ Felease following processing

(C]

() Release on specified date or upon publication, whichever is first

&

Sequences

# Upload nucleotide FASTA formatted file.

| [ % Choose file | or drag and drop it here

® If you have multiple sequences, all of your sequences need o be in one file. Help on FASTA file
Example FASTA nucleotide format.
»5eqL
aaccgatatagagatagtgatecgatatagagagoges
z:f;alaaﬂgaga agtestccgatatogogazoesa

09
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Ha cneaytoluelt Bknaake BblbpaTb MCTOYHUK NOCAeA0BaTENbHOCTU. MPMBECTU MHPOPMALMIO O Ha3BaHUK
opraHusma, Homepax KynbTyp, BayyepHbIXx 06pasLoB v T.A4.
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Source Modifiers ©Required fie
At least one of the fields ma:

ate marked with  asterisk
with %, Tt or-fis required

For each sequence, GenBark requi

e following source information
« scientfic name of the Organism
= specimen-voucher.

t was sequenced and

e 0 @

‘Current source modifiers - what you have provided so far +
@ Morehelp whatiga s ifier, description of each modifier, how to provide source modifiers.
If you have already provided all i Continue to proceed.

®

Scientific name of the organism that provided the sequenced

genetic material.

Examples: Bos taurus, Solanum lycopersicum, Amanitacese sp.
rmit names ot in the organism suggestion .

g

# Specimen-Voucher &

Other source modifiers

Collection-Date &

©Remiove ekt

Country ©
©remove ficls

MpoaonxKuTb.

Ha cneaytoweit BKnagKe npuBecTy aBTOPOB NOC/Ae40BaTe/IbHOCTEN, a TaK:Ke aBTOPOB M Ha3BaHWe
ny6anKaumm.
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GenBank submission: SUB13890483

Eukaryotic Nuclear rRNA/ITS

VvV @ 6 0 @

1 SUBMISSIONTYPE 2 SUBMITTER 3 SEQUENCING TECHNOLOGY 4 SEQUENCES 5 SOURCEINFD SOURCE MODIFIERS
References
Sequence authors
Who should be publicly credited as the submitter of Ener Drag and drop authrs.

‘Sequence authors from your recent submissions (Optional)

<]

(C]

First (given) name  MI© 5 Last (family) name  Delete
C

@

© Add another sequence author

Reference

# Publication status
O Unpublished () Inpress () Published

Mpoaonxutb

Home  Mysubmissions Groups Templates My profile

© Required fields are marked with 3 asterisk
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Ha cnegytolueit BK1agKe NpoumTaTb U NPOBePUTb MHPOPMauuio, KoTopas byaeT oTobparkeHa Ha

CTpaHuMUe nocneanoBaTesibHOCTU.

M paspewmnTb nybamMKaumto
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Review & Submit

@
€)  Vounsve requesteathat your sequence dsta be relsases following processing

Submitter
e Submitter Elena Zvyagina

cnagyandes o
ymail com

@ Institution Yugra State University
D Department. Fungarium of Yugra State University

Street Stoiteley 2

city Shapsha village
O State Khanty-Mansi Autonomous Regien
® Postal code: 628608

Country Russia
@ Sequence authors

Nina Filippova
References
on status unpublished

Referenceitle Hohenbueneliz p. nov., a new species of Honenbushelia from Northwestem Siberia, Russia

Authors same a5 sequence authors
Sequencing Technology

Methods. Sanger dideory sequencing
Uploaded files

1N2A. 1R ITS.E AN3 17 202308111 25041 1 facia

B SUB13800483 - Review & © X

8 REVIEW & SUBMIT

nk Submission Port= X | £ Hacrpoiixu
o proceed please review your submission, make any
necessary changes using the tabs/steps above, then click on
‘the Submit button below.
GenBank Record Preview
What you nieed to know about this recrd preview +
Locus 1828_1B_ITS_F_E83_@2 2023-89-11-12-58> 554 bp DM linear

FLN B3-0CT-2023
DEFINITION Hohenbuehelis petaloides voucher YSU-F-13551.
ACCESSION

VERSION

KEVUORDS

soURCE petaloides
oRGANTSH  Hohenbuehelia petaloides

Eukaryota; Fungi; Dikarys; Basidiomycota; Agaricomycotina
Agaricomycetes; Agariconycetigae; Agaricales; Pleurctineas;
Fleurgtaceas; Hohenbushelia.

REFERENCE 1 (bases 1 &
AUTHORS  F111ppova, .
TITLE  ohenbuehelia sp. nov., @ new species of Hohenbuehelis from
Northvestern Siberis, Russia
JOURNAL  Lnpublished
REFEREMCE 2 (bases 1 f0 554)
AUTHORS  £11ippova,i.
TITLE  Direct submission

J0URHAL  Submitted (e3-0CT-2823) Fungarium of Yugra State university, yugea

Stete University, Stroiteley 2, Shapsha village, Khanty-Mansi
Autonomous Region 628688, Aussia

COMMENT  #wassembly-Data-STARTS
Sequancing Technology :: Sanger didecxy sequencing
s=assennly-Data-ENDHE
FEATURES Location/qualifiers
source 1..554

"Hohenbuehelia petaloides
enomic DIA"

SU-F-13591%
11173

: liestern siberia"
12-Aug-2014"

/spacinen_voucher.
Jdb_xref="ta

misc_ANA

ntains internal transcribed spacer 1, 5,85
ribosomal ANA, and internal transcribed spacer 2°
BASE COUNT s 1@ 3t

1935
08102023
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Start a new submission
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Sequence Read Archive - BioSample Foon 3 P +
Genome Supplementary Files
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155 )Eukaryotic Nuclear -RNAV/ITS / Hohenbuehelia atrocoeruiea YSLAF-13591 GenBank GenBank: Processing 0639
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A o ionReport 1sv
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- emailta
SUB13168031 | Eukaryotic Nuclear rRNA/ITS / to novosti sistematiki 250423 GenBank + GenBank: Processed Apr26
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00seE1E
3fies:
+ AccessionReport isv
« fatfletrt
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Mocne nybAnKaLMmM CTaHOBUTCA LOCTYNHOM rMNepccbi/ika Ha HoMepa Noc/ief0BaTeIbHOCTEN M Yepes Hee
MOXHO BbIMTK Ha Habop 3arpysKu.
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bosomal RNA

® Customize 1. gene, partial sequence internal iranscribed spacer 1 and 5 38 ricosomal RNAgene. complele
. sequence: and intemal iransoriced spacer 2. partal senuence Resutts by faxon =
INSOC {GenBank) () 39 bp linear DNA Top Crganisms. [Tree]
> Custorizs... con: OMET4B121 G 2201222007 Srleadaria ANkirmoaa (2}
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Nucieasde (4)
© Sequencs lengih O S furfuraceum voucher RE3847, LE 342313 infemal ranscribed sgacer 1. partial Analyze = B
Custom range. 2 sequence: 58S ribosomal RNA gene and internal transcribed spacer 2. complete sequence and  pun aLast
© lzrge subunit ribosomal RNA gene, partial sequence
i 762 p nsar O .
' ssion OMBTABIZT G 2201222008 Find related data =
evision da m
& Reftione x Database:
Custom range GenBank

C ' venenatum (nom inval.} voucher RE3626, LE 347311 infernal franscrived spacer 1,
3. partial sequence: 5 88 ribosomal RNAgene and intemal transcribed spater 2, complete senusnce;
and Iarge subunit ihosomal RNA gene partial sequence

513 bp linear DNA

Search details

(oria7asasacc] ¢ onazas

- 2
- e d =1
large subunit ibosomal RNA gene, partial sequs
664 bp linear DNA 4
- Recentactvity =
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